Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.007 Å; R factor = 0.053; wR factor = 0.133; data-to-parameter ratio = 14.9.
In the title compound, C 15 H 14 BrNO 2 , the 4-bromophenyl fragment makes a dihedral angle of 76.55 (17) with the acetamide unit and the dihedral angle between the two benzene rings is 50.88 (14) . In the crystal structure, intermolecular N-HÁ Á ÁO hydrogen bonds and C-HÁ Á Á contacts connect the molecules, forming chains propagating in [100] .
Related literature
For background to phenylacetamide derivatives as potential antimicrobial agents, see: Mijin & Marinković (2006) ; Mijin et al. (2008) . 
Data collection
Bruker SMART APEX CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.524, T max = 0.755 3678 measured reflections 2642 independent reflections 1441 reflections with I > 2(I) R int = 0.027 Refinement R[F 2 > 2(F 2 )] = 0.053 wR(F 2 ) = 0.133 S = 1.01 2642 reflections 177 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.79 e Å À3 Á min = À0.62 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97. (Mijin et al., 2008; Mijin et al., 2006) . As part of our work involving the synthesis of a series of phenylacetamide derivatives for antimicrobial activity screening, we report herein the crystal structure of the title phenylacetamide derivative (I).
The molecular structure of the title compound is shown in Fig. 1 . The two benzene rings in form a dihedral angle of 50.88 (14) °. The acetamide fragment makes a dihedral angle of 76.55 (17) ° with the p-bromophenyl group [Br1/C1-C6]. The two benzene rings and the acetamide skeleton show a W-shape figuration. In the crystal structure, intermolecular N-H···O together with C-H···π contacts connect molecules to form an infinite line running along the crystallographic a-axis direction (see Fig. 2 ).
Experimental
1.17 g (5 mmol) of 4-bromophenylacetyl chloride and 0.62 g (5 mmol) of 2-methoxyaniline were dissolved into 20 mL of fresh distilled CH 2 Cl 2 . The mixture was stirred in the present of triethylamine at 273 K for about 3 h. The contents were poured into 100 ml of ice-cold aqueous hydrochloride acid (w % = 5%) with stirring, which was extracted thrice with EtOAc.
The EtOAc solution was washed with aqueous saturated NaHCO 3 and brine, dried and concentrated under reduced pressure to give the product as a light yellow solid which on crystallization from EtOAc-petrolium ether gave colourless blocks of (I).
Refinement
The H atom bonded to N1 was located in a difference Fourier map. All other H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms with C-H of 0.93 Å for the aromatic atoms, 0.97 Å for the CH 2 groups and 0.96 Å for the CH 3 groups. U iso (H) values were set at 1.2 times U eq (C) for aromatic C and CH 2 groups, and 1.5 times for CH 3 groups. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
Geometric parameters (Å, °)
Br1-C4 1.910 (5) C9-C10 1.388 (7) C1-C6 1.383 (7) C9-C14 1.397 (7) C1-C2 1.403 (7) C9-N1 1.424 (6) C1-C7 1.505 (6) C10-O1 1.367 (6) C2-C3 1.394 (7) C10-C11 1.399 (7) C2-H2 0.9300 C11-C12 1.365 (8) C3-C4 1.361 (7) C11-H11 0.9300 C3-H3 0.9300 C12-C13 1.372 (7) C4-C5 1.393 (7) C12-H12 0.9300 C5-C6 1.381 (7) C13-C14 1.394 (7) C5-H5 0.9300 C13-H13 0.9300 C6-H6 0.9300 C14-H14 0.9300 C7-C8 1.521 (6) C15-O1 1.421 (6) C7-H7A 0.9700 C15-H15A 0.9600 C7-H7B 0.9700 C15-H15B 0.9600 C8-O2 1.220 (5) C15-H15C 0.9600 C8-N1 1.346 (6) N1-H1 0.81 (5) C6-C1-C2 117.2 (4) C10-C9-N1 119.0 (4) C6-C1-C7 121.3 (5) C14-C9-N1 121.6 (4)
Hydrogen-bond geometry (Å, °)
D-H···A D-H H···A D···A D-H···A N1-H1···O2 i 0.81 (5) 2.13 (5) 2.912 (6) 160 (5) C15-H15C···Cg1 i 0.96 2.86 3.617 (7) 137 supplementary materials sup-6
Symmetry codes: (i) x+1, y, z. Fig. 1 supplementary materials sup-7 Fig. 2 
